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RS LHEEE HE 2]
add Additional material of unknown origin BETRBADBREIE (LT MEEETS
c Constitutional anomaly BRMES
cen Centromere BFA
del Deletion &S
der Derivative chromosome IRERBR
dic Dicentric ZERAMEELIE BRI RAR
dim Diminished T FILDREE
dmin Double minute ZEMRBK
dn Designates a chromosome abnormality that has not been inherited BIzHRBERTEWEEARESR
dup Duplication BB
enh Enhanced DT FIL DO
h Heterochromatin ANTOOORFUI(REREE)
hsr Homogeneously staining region ) — A RRE
i Isochromosome [EEZE R0
idem Idem EAZE LAY
idic Isodicentric chromosome =B RARERE
ins Insertion BA
inv Inversion L
ish In situ hybridization in situ NATYHEAE—23>
mar Marker chromosome R—h—F = (TAZFR AR BRTHLER
mat Maternal origin Bk
or or BHDOBRAH D
pat Paternal origin REFBEK
r Ring chromosome RIRFER
rec Recombinant chromosome Bz EER
s Satellite T34k
stk Satellite stalk YTIAR—2
t Translocation BREE
ter Terminal(end of chromosome) or telomere Rin(FEBARDORIHER) HDHTTOAT
x Multiple copies of rearranged chromosomes BHOR—-RBHREE
- Loss SHE
+ Gain #hn
Period HEEL insitu NATVEFME—2a> ORKEERAFITS
Semicolon BHOZBEIEETIRBRERICSVTEELBRSIVYIMAZERITS
Colon,single L
Colon,double DL BREE
? Questionable identification of a chromosome or chromosome structure FEFREGRBARESIREERESR
p Short arm of chromosome ZEAOREB
q Long arm of chromosome ZEARORB
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G—band DB EHICHEELTE, RAILLTRAICRBEOREERIL-EIV<(, ) TREY,
ZTORITERBEDBEETRELET,

EFETHABEEIE,. TROLSIZRELET .
46 XY EEBMH4
46, XX IEBELMH

EXTHHIERITI. BEERTREEETHWET,
Bl 1) 47, XY, +21 21 MJYI— B
ONORNE)
D ZEHLY © HRBEOER O BIELLEHKES

512) 46, XX, del (5) (p13) 5 BRBAORE &k
O @ 3
D BEE0OEE @ 2BHES O YA
5 3) 46, XX ;(= 19) (q12; q13.3) 1 B9 BLBROEELE &t
D@ » ©

® BEOEE Q 2B4AFS QO FRBAOUMA

G-band & FISH ##fFL1=&iC (X, Gband DB REDRICEVAR(. )EDI+,. FDRICish EFEAL
I+ T FISH OEREEHLET

51 1)  46,XY.ish 22q11.2(TUPLE1x2) 7,
® ) ® @

D

<— TUPLE1 f8ig: 20 FILHY

@D G-band THL=E @ FISH THHMLTWBEBALED/NUR
® FEAL=Tn—J @ Y FILOEHKR — 22 REAREFAIIO—IL

G-band TIEEDHHFEREST.FISH DREICBLTH 22 Bl 1) EE
TUPLE1 $818i(22q11.2 RAFERBFEEEH)DORKERDLEN>IEERLET,

f5] 2)  46,XY.ish del(22)(q11.2q11.2)(TUPLE1-) e

G-band TIEEDDHHEREHB T, FISH DBREIZHIT <— TUPLE1 $88: &5 F Lkl

TUPLET f815(22911.2 RKFEEBEEBRBDRKERD-CELEERLFET

Yy < 22 %@:ﬁsuun&ﬁﬁ:‘/l“n L

del(22)

Bl 2) Rk
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